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FIGURE 5 



86.713% identity (88.783% ungapped) in 1716 nt overlap 
(172-1875:189-1876) 

150 160 170 180 190 200 

human CACTAAGAGCCAGCGCTGCAGCTGGTGCAGAGAGAACCTCCGGCTTTGACTTCTGTCTCG 

» * * » • • •■•••» * > » 

•> • » * " - - » a « 

rat GATTCATTGACTCTGAGAGTGATCTGGTGCAGAGGGACCACCGGCTTGGCTTCTG — TCG 
160 170 180 190 200 210 

210 220 230 240 250 260 

human TCTGCCCCAAGGCCGCTAGCCTCGGCTTGGGAAGGCGAGGCGGAATTAAACCCCGCTCCG 



rat 



CCTTCCCTAA — CCGCTAGCTTCGGCTTGGGAA AGGCCGAATCAAACCCGGCTCCG 

220 230 240 250 260 270 



270 280 290 300 310 320 

human AGAG-CGCACGTTCGCGCGCGGTGCGTCGGCCATTGCCTGCCCCGAGGGGCGTCTGGTAG 



m w w- w » m 

m m w m *■ «• 



* * 0 9 



rat 



AGAGCCGGAGCTTCTCACGGCTTGC-TTGGCCTATGCCTGCCTCGAGGGGCGTCTGCTAG 
280 290 300 310 320 



330 340 350 360 370 380 

human GCACCCCGCCCTCTCCCGCAGCTCGACCCCCATGATAGATACGCTCAGACCCGTGCCCTT 



• » » * 



* ■ • » 
» ■ • • 



rat GCACCCCGCCTTCTCCTGCAGCTCGACCCCCATGATAGATACGCTCAGACCCGTGCCCTT 
330 340 350 360 370 380 

390 400 410 420 430 440 

human CGCGTCGGAAATGGCGATCAGCAAGACGGTGGCGTGGCTCAACGAGCAGCTGGAGCTGGG 



* » * 9 



rat CGCGTCGGAAATGGCGATCAGCAAGACGGTGGCGTGGCTCAACGAGCAGCTGGAGCTGGG 
390 400 410 420 430 440 

450 460 470 480 490 500 

human CAACGAGCGGCTGCTGCTGATGGACTGCCGGCCGCAGGAGCTATACGAGTCGTCGCACAT 



» ■ ■ a 



* p * ■ 



rat CAACGAACAGCTGCTGCTGAT G G ACTGCCGACCGCAG GAGCTGT ACG AGTCGT CGCACAT 
450 460 470 480 490 500 

510 520 530 540 550 560 

human CGAGTCGGCCATCAACGTGGCCATCCCGGGCATCATGCTGCGGCGCCTGCAGAAGGGTAA 
* • • : : :::::::::::::::::::::::::::::::::::::: ::::::::::: : : 
rat CGAATCTGCCATCAACGTGGCCATCCCGGGCATCATGCTGCGGCGTCTGCAGAAGGGCAA 
510 520 530 540 550 560 

570 580 590 600 610 620 

human CCTGCCGGTGCGCGCGCTCTTCACGCGCGGCGAGGACCGGGACCGCTTCACCCGGCGCTG 

rat CCTGCCGGTGCGCGCGCTATTCACGCGCTGCGAGGACCGGGACCGCTTTACCAGGCGCTG 
570 580 590 600 610 620 

630 640 650 660 670 680 

human TG G CACCGAC ACAGT G GT GCTCTACGACGAGAG CAGCAGCGACT GGAACGAGAATACGGG 



» * * % 



* • * ■ 



» • ■ * 
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rat CGGCACCGACACCGTGGTGCTCTACGACGAGAACAGCAGCGACTGGAATGAGAACACAGG 
630 640 650 660 670 680 
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690 700 710 720 730 740 

human CGGCGAGTCGTTGCTCGGGCTGCTGCTCAAGAAGCTCAAGGACGAGGGCTGCCGGGCGTT 

rat TGGAGAGTCGGTCCTCGGGCTGCTGCTCAAGAAACTCAAAGACGAGGGCTGCCGGGCGTT 
690 700 710 720 730 740 

750 760 770 780 790 800 

human CTACCTGGAAGGTGGCTTCAGTAAGTTCCAAGCCGAGTTCTCCCTGCATTGCGAGACCAA 

rat CTACCTTGAAGGTGGCTTCAGTAAGTTCCAGGCCGAGTTCGCCCTGCACTGCGAGACCAA 
750 760 770 780 790 800 

810 820 830 840 850 860 

human TCTAGACGGCTCGTGTAGCAGCAGCTCGCCGCCGTTGCCAGTGCTGGGGCTCGGGGGCCT 

• ****••*••••••• • • ■ • 
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rat TCTAGACGGCTCGTGCAGCAGCAGCTCCCCGCCCTTGCCAGTGCTGGGACTCGGGGGCCT 
810 820 830 840 850 860 

870 880 890 900 910 920 

human GCGGATCAGCTCTGACTCTTCCT CGGACAT CGAGTCT GAC CTTGACCG AGACCC C AAT AG 

rat GAGGATCAGCT CCGACT C TT CCT CGGACATTGAGT CTGAC C TT G ACCGAGACCC CAATAG 
870 880 890 900 910 920 

930 940 950 960 970 980 

human TGC AACAGACT CGGAT G GTAGT CCGCTGT CC AAC AGC CAG CCT TC CT T C CCAGT GGAG AT 

rat TGCAACGGACTCCGATGGCAGCCCGCTGTCCAACAGCCAGCCTTCCTTCCCGGTGGAGAT 
930 940 950 960 970 980 

990 1000 1010 1020 1030 1040 

human CTTGCCCTTCCTCTACTTGGGCTGTGCCAAAGACTCCACCAACTTGGACGTGTTGGAGGA 

rat TTTGCCCTTCCTTTACCTGGGCTGTGCCAAGGACTCTACTAACTTGGACGTGTTGGAAGA 
990 1000 1010 1020 1030 1040 

1050 1060 1070 1080 1090 1100 

human ATTCGGCATCAAGTACATCTTGAACGTCACCCCCAATTTGCCGAATCTCTTTGAGAACGC 

rat GTTTGGCATCAAGTACATCTTGAACGTCACCCCCAATCTGCCCAATCTGTTTGAGAATGC 
1050 1060 1070 1080 1090 1100 

1110 1120 1130 1140 1150 1160 

human AGGAGAGT TT AAATACAAGC AAAT CCCC AT CTCGGAT C ACT GGAG CCAAAACCT GT CCCA 



rat AGGGGAGTTCAAGTACAAGCAAATTCCTAT.CTCTGATCACTGGAGCCAAAACCTGTCCCA 
1110 1120 : 1130 1140 1150 1160 

1170 1180 1190 1200 1210 1220 

human GTTTTTCCCTGAGGCCATTTCTTTCATAGATGAAGCCCGGGGCAAGAACTGTGGTGTCTT 



rat GTTTTTCCCTGAGGCCATTTCTTTCATAGATGAAGCCCGAGGCAAAAACTGTGGTGTCCT 
1170 1180 1190 1200 1210 1220 
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1230 1240 1250 1260 1270 1280 

human GGTACATTGCTTGGCTGGCATTAGCCGCTCAGTCACTGTGACTGTGGCTTACCTTATGCA 



rat GGTGCATTGCTTGGCGGGCATCAGCCGCTCCGTCACGGTGACAGTGGCTTACCTTATGCA 
1230 1240 1250 1260 1270 1280 

1290 1300 1310 1320 1330 1340 

human G AAGCTC AAT CTGT CGATGAACGATGCCTAT GACATTGTC AAAATGAAAAAAT CCAACAT 

• •»••■••» * * * • m m ***■*••* 

■ »•••■••■ * • • ■ »■■■•*■»•*• « a 

rat G AAG CT C AACT TGTC CAT.GAACGAT GCTTAT GACAT T G TC AAAATGAAGAAGT C C AAC AT 
1290 1300 1310 1320 1330 1340 

1350 1360 1370 1380 1390 1400 

human ATCCCCTAACTTCAACTTCATGGGTCAGCTGCTGGACTTCGAGAGGACGCTGGGACTCAG 



» • • » * 



m » ■ * 



rat CTCTCCCAACTTCAACTTCATGGGCCAGCTGCTTGACTTTGAAAGGACCCTGGGACTCAG 
1350 1360 1370 1380 1390 1400 

1410 1420 1430 1440 1450 1460 

human C AGCC CAT GT G ACAAC AGGGTT CCAGCAC AGC AGCT GTATT T T ACC ACCCCTT CC AACCA 



rat CAGCCCCTGTGACAATCGTGTCCCCGCACAGCAGCTCTACTTCACCGCGCCCTCCAACCA 
1410 1420 1430 1440 1450 1460 

1470 1480 1490 1500 1510 1520 

human GAATGTATACCAGGTGGACTCTCTGCAATCTACGTGAAAGACCCCACACCCCTCCTTGCT 

rat GAATGTCTACCAAGTGGACTCCCTGCAATCTACGTGAAAGGCACC-CACCTTTCCTAGCC 
1470 1480 1490 1500 1510 1520 

1530 1540 1550 1560 1570 

human GGAATGTGTCTGGCCCTTCAGCAGTTTCTCTT-GGCAGCATCAGCTGGGCTGCTTTCTTT 

** * * • • ■ • * • •»»»*■•■■••* 

■ ■ ■ »•••»• • » - • ■ 

rat GGGA-GTGTCT — CATTCCTTCAGTTTCTCTTGGGCAGCATCGACCAGGCTGCTTTCTTT 
1530 1540 1550 1560 1570 1580 

1580 1590 1600 1610 1620 1630 

human GT GTGTG G CC CCAGGTGTC-AA&ATGAC ACCAGCT GTCTGT ACTAGACAAGGT T ACCAAG 



rat 



GTGTGTGGCCCCAGGTGTCAAAAATGTCACCAGCTGTCTGTATTAGACAAGGTTGCCAAG 
1590 1600 1610 1620 1630 1640 



1640 1650 1660 1670 1680 1690 
human T GCGGAAT T GGTT AATACTAACAG AG AG AT T TGCT CC ATT C TCTTTGGAATAACA 



rat 



TGCAAAAT T GGTT ATT ACGGAGGG AGAG AT T TGCT CC ATT CAT TGTTTT T TGGAAGGAC A 
1650 1660 1670 1680 1690 1700 



1700 1710 1720 1730 1740 1750 

human GGACATGCTGT ATAGAT AC AGGCAGT AGGT T TGC- T CTGT AC CC AT GT GT ACAGCCTACC 



rat 



GGGTATGCTGTCTAGATCCAGGCAATAGGTTTGCTTTTGTACCC 

1710 1720 1730 1740 1750 



CAGCCTACC 
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1760 1770 1780 1790 1800 

human CAT G CAG GGACTGG G ATT CGAGGACTT CCAG GCGCATAGGGTAGAACCAAATGATAG 



rat CAAGCAGGGACTGGACCTC- 
1760 1770 



- - CAT CC AG AT AGAGGGTAGGACA- AAGGAGCCG — GG 
1780 1790 1800 1810 



1810 1820 1830 1840 1850 1860 

human GGTAGGAGCATGTGTTCTTTAGGGCCTTGTAAGGCTGTTTCCTTTTGCATCTGGAACTGA 



rat 



GATAGGAGCATGTGTTCCTTAGGGCCACATATGGCTGTTTCCTGTTGCATCTGGAACCAA 
1820 1830 1840 1850 1860 1870 



1870 1880 1890 1900 1910 1920 

human CT AT ATAATTGTCT T CAAGTGAAGACTAAT T CAATTT T G CAT ATAGAGG AG CCAAAGAGA 



rat 



CTAT ATTGTCT TCAGT GAAGACTGATT CAACTT T GCGT AT AGT G GAG CCAAAGAG ATT TT 
1880 1890 1900 1910 1920 1930 
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FIGURE 6 



98.425% identity (98.425% ungapped) in 381 aa overlap (1-381:1-381) 

10 20 30 40 50 60 

human MIDTLRPVPFASEMAISKTVAWLNEQLELGNERLLLMDCRPQELYESSHIESAINVAIPG 



rat MIDTLRPVPFASEMAISKTVAWLNEQLELGNEQLLLMDCRPQELYESSHIESAINVAIPG 

10 20 30 .40 50 60 

70 80 90 100 110 120 

human IMLRRLQKGNLPVRALFTRGEDRDRFTRRCGTDTWLYDESSSDWNENTGGESLLGLLLK 



rat IMLRRLQKGNLPVRALFTRCEDRDRFTRRCGTDTWLYDENSSDWNENTGGESVLGLLLK 

70 80 90 100 110 120 

130 140 150 160 170 180 

human KLKDEGCRAFYLEGGFSKFQAEFSLHCETNLDGSCSSSSPPLPVLGLGGLRISSDSSSDI 



rat KLKDEGCRAFYLEGGFSKFQAEFALHCETNLiDGSCSSSSPPLPVLGLGGLRISSDSSSDI 

130 140 150 160 170 180 

190 200 210 220 230 240 

human ESDLDRDPNSATDSDGSPLSNSQPSFPVEILPFLYLGCAKDSTNLDVLEEFGIKYILNVT 



rat ESDLDRDPNSATDSDGSPLSNSQPSFPVEILPFLYLGCAKDSTNLDVLEEFGIKYILNVT 

190 200 210 220 230 240 

250 260 270 280 290 300 

human PN L PNL FENAGE FKYKQ I PI S DHW SQNL S Q FFPE AI S FI DEARGKN CG VLVHC LAG I SRS 



rat PNLPNLFENAGEFKYKQIPISDHWSQNLSQFFPEAISFIDEARGKNCGVLVHCLAGISRS 

250 260 270 280 290 300 

310 320 330 340 350 360 

human VTVTVAYLMQBCLNLSMNDAYDIVKMKKSNIS PNFNFMGQLLDFERTLGLS S PCDNRVPAQ 



rat VTVTVAYLMQKLNLSI^DAYDIVKMKKSNIS PN FN FMGQLLDFERTLGLSS PCDNRVPAQ 

310 320 330 340 350 360 

370 380 
human QLYFTTPSNQNVYQVDSLQST 



rat QLYFTAPSNQNVYQVDSLQST 

370 380 
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FIGURE 7 
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